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Why revisit the Aegean sheep?

Historical footprint

A historically widespread population whose 
present-day identity is poorly documented 
Reported across the Aegean islands; the 
population was estimated at >100,000 
breeding ewes in the 1970s.

Island selection pressure

Harsh terrain, seasonal grazing, limited feed 
resources and Mediterranean heat favor 
robustness over specialization.

Today’s issue
Crossbreeding and fragmented recording 
make phenotypic identity and conservation 
status uncertain.
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Study objective and methods

Objective

Phenotypic characterization within the 
broader ENIPRO framework.

Describe the morphology, 
productive/reproductive profile and 
husbandry context of sheep identified by 
farmers as Aegean breed and matching the 
available breed description.

43 ewes
Morphologically characterized 
according to FAO Guidelines 
on the phenotypic 
characterization of animal 
genetic resources

6 islands

Agios Efstratios, Kythnos, 
Kea, Naxos, Ios, Sifnos

Selection

Farmer identification + 
consistency with existing 
description

Outputs
Morphometry, 
pigmentation, fleece, 
udder, productive indices & 
BCS
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;19.17 ± 4.89 cm















Genomic context

Dataset
288 sheep from 7 insular groups/breeds (Lesvos, Zakynthos, 
Kefallinia, Asterousia, Kymi, Karystos), including 58 animals in the 
pooled Aegean group; genotyped with OvineSNP50

Population structure
Aegean, Kymi and Karystos occupied more intermediate positions, 
suggesting shared background and/or gene flow

Conservation interpretation
Differences are detectable, but the studied island breeds are not sharply 
discrete genetic units; phenotypic and genomic evidence should be interpreted 
together
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With special thanks to the participating sheep farmers 
of Agios Efstratios, Kythnos, Kea, Naxos, Ios and Sifnos
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